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Reconstruction and prokaryotic expression of human high mobility group box 1

protein

CHEN Jing, YUAN Zhi-giang, PENG Yi-zhi (Siate Key Laboratory of Trauma, Burns and Combined Injury, Institute of Bumns,
Southwest Hospital, Third Military Medical University , Chongqing 400038 , China)

Abstract; Objective

To design and prepare recombinant mutant human high mobility group box 1 pro-

tein ( HMGBIs) that can combine with HMGBI receptors bul cannot produce inflammatory effect, and accord-

ingly lead to the creation of a new potential agent for anti-inflammatory therapy. Methods

This experiment

was hased on successful clone and expression of human HMGRBI1. Six mutant HMGB1 ¢DNA were designed and

constructed by one step inverse PCR. They were cloned into prokaryotic expressive vector pQESOL and followed

with production of mutant HMGBI1s and identification by Western blotting. Results  Six mutant proteins were

designed and constructed into prokaryotic expressive vector pQESOL. The recombinant HMGBI1 proteins were

obtained and identified by Western blotting. Conclusion

Human HMGBI1 mutants have been successfully con-

structed and the expression and characterization of intent proteins are identified. [t will lay a foundation for fur-

ther study on biological functions of HMGBI.,
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pUCIS/HMGBL M3 | pUCIS/HMGBL M4, pUCI8/HIMGBT M5 |
pUCI8/HMGBL M6 2 Kpn |/ Hind Wl ALV, 1900 H 9 B B
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M A7 AE(DL2000 ) 1, pUCIS/HMGBI M1 2. pUCI8/HMGBL M2,
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MR 1 pQE-BOL/HMGBI M2 & £ IPTG i %: 2. pQE-80L/
HMGBI M2 22 IPTG % /55 3:pQE-801L/HMGBI M3 & 22 IPTG 4
14, pOE-80L/HMGBI M3 22 IPTG 3% $ &5 ; 52 pQE-80L/HMGBI
M4 k22 IPTG 35 5 6 pQE-BOL/HMGBI M4 £ PTG % 575
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& pQE-801/HMGBI | pQE-801/HMGRI M1 . pQE-80L/HMGBI
M2, pQE-BOL/HMGBI M3, pQE-80L/HMGBI M4 . pQE-801./
HMGBI M5 pQE-80L/HMGBI M6 [ [ {4 %4 fif 49 fiE Y5 4 A
HMGBI SRR R0 R0, fE 24 30 x 107 b 5L3E— 2645 L 15000 i
PR EHE AR EA ()
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M:47 4ty 1. pQE-BOL/HMGBI M1 2 IPTG % §: 2. pQE-S0L/
HMGBI M2 2 IPTG i 5 /5 3. pQE-B0L/HMGBI M3 4 IPTG i%
F: 4. pQEB0L/HMGBI M4 £ IPTG i FJ5; 5: pQE-80L/HMGEI
M5 £ IPTG #% % ; 6 :pQE-80L/HMGRBI M6 £ PTG i $ 5 T:pQE-
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